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Regions
chr2:25457048−25457438

chr2:25458501−25458729

chr2:25459690−25459905

chr2:25461879−25462103

chr2:25463103−25463329

chr2:25463445−25463664

chr2:25464436−25464600

chr2:25466627−25467265

chr2:25467282−25467707

chr2:25467990−25468373

chr2:25468817−25469139

chr2:25469495−25469715

chr2:25469879−25470060

chr2:25470473−25470628

chr2:25470951−25471162

chr2:25498331−25498530

chr2:25505375−25505572


